Suppl. Table S1 : Quantification of 2-AP fluorescence based base flipping data. 2-AP fluorescence intensity changes for the indicated proteins (5 µM) and DNA substrates. Values represent means ± SD derived from at least two individual experiments. Significances are given as P-values for the differences
between hTDG variant R275A versus wt protein for lesion containing and nonspecific DNA substrate, and for hOGG1 with specific 8oxoG:C DNA versus hOGG1 with nonspecific DNA substrate. Significance levels are denoted as * for P < 0.05 (low significance) and *** for P < 0.005 (highly significant). Gaussian fit centered at (0 ± 23)° (R 2 = 0.963). Results were pooled from two individual experiments (n = total number data points). Both AFM images A) of the 549 bp fragments and C) of the 1813 bp fragments are 1 µm x 1 µm.
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